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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CYP7A1 1581 BC101777 NM_000780
About the gene

Official Symbol CYP7Al

Previous Symbol CYP7

Official Full Name | cytochrome P450 family 7 subfamily A member 1

Synonyms CP7A; CYP7; CYPVII
Location 8ql2.1

Gene Type protein_coding

Uniprot ID P22680

Pathway/Library others

This gene encodes a member of the cytochrome P450 superfamily of enzymes. The cytochrome P450
proteins are monooxygenases which catalyze many reactions involved in drug metabolism and synthesis
of cholesterol, steroids and other lipids. This endoplasmic reticulum membrane protein catalyzes the first
Gene Summary reaction in the cholesterol catabolic pathway in the liver, which converts cholesterol to bile acids. This
reaction is the rate limiting step and the major site of regulation of bile acid synthesis, which is the
primary mechanism for the removal of cholesterol from the body. Polymorphisms in the promoter of this
gene are associated with defects in bile acid synthesis.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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